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Adipose formation by cofactor proteins of nuclear receptors

Steroids and related fat soluble hormones regulate complex programs of gene
expression via nuclear receptor family of transcription factors. Recent studies have
led to the identification of cofactor protein molecules that appear to play important
roles in mediating transcription by members of the nuclear receptor family. The
present research will investigate the biological roles of cofactor proteins, focusing
on adipose (fat) tissue, an important organ for maintaining the energy balance in
the human body. The results are expected to provide further insights into the
molecular basis and possibility for new treatments of obesity and obesity-linked
diseases, such as diabetes mellitus and hypertension.
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